Ticks transmit viruses responsible for severe emerging and re-emerging infectious diseases, some 4 of which have a significant impact on public health. In Japan, little is known about the distribution of 5 tick-borne viruses. In this study, we collected and tested ticks to investigate the distribution of 6 tick-borne arboviruses in Kyoto, Japan, and isolated the first Thogoto virus (THOV) to our 7 knowledge from a Haemaphysalis longicornis in the far-eastern Asia. The Japanese isolate was 8 genetically distinct from the cluster of the other isolates from Africa, Europe and the Middle East.
9
Various cell lines derived from mammals and ticks were susceptible to the isolate, but it was not 10 pathogenic in mice. These results advance understanding of the distribution and ecology of THOV. been less thoroughly studied than that of mosquito-borne viruses.
21
The only tick-borne viruses known to be endemic in Japan are TBEV and severe fever with (Table S1 ). Ticks were collected every week from segments 1, 2, 3, 4, 5, and 6 were x130, x188, x107, x209, x138, and x88, respectively (data not 58 shown).
59
To investigate which tick species carry THOV at the research area, all tick homogenates were 60 used for RNA extraction using ISOGEN (Nippon Gene, Tokyo, Japan) and were subjected to 79-91% homology, respectively, with those of the Italian strain SiAr126 (Table 1) .
70
A phylogenetic analysis was performed using partial coding sequences of the PB1 (segment 2),
71
PA (segment 3), and glycoprotein (GP: segment 4) genes of THOV strains. Accession numbers of 72 strains used in this study are shown in Table S2 . Multiple alignments were generated using ClustalX European/Middle Eastern isolate clusters (Fig. 1) .
78
To examine the range of Thogotovirus infectivity, several cell lines were infected with the
79
Hl-Kamigamo-25 strain ( 
